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You have opm opm
numerous OmniLog Phenotype MicroArray data offers the solution you need: enables you :

o « of closely related organisms or cell lines? opm is an R software package, designed for v to organize your PM data,
il ( ! graphical and statistical analysis of your curve parameters and metadata
Orseee .

* of numerous well-defined mutants?
OmniLog PM data.

: i * obtained under diverse physiological
4 s . test conditions? @ is a free software environment for
. 2 statistical computing and graphics. It compiles

and runs on a wide variety of UNIX platforms,
and you want to explore them Windows and MacOS. v’ exploit the full statistics implemented inR

fuII-erdged and quantitatively http://www.r-project.org/ v’ export to third-party software
into diverse directions of analysis frameworks? using YAML

v to subset and query your data

v graphical display of raw kinetics or
aggregated curve parameters

General workflow chart of analysing Phenotype Mici opm
usingithe R packar ko E] organizes your PM data as OPMS objects:

Example: a set of 9 PM (replicate) plates per well: per well: per plate:
i o ooy raw kinetic data aggregated curve parameters, may include  any metadata of
perform respiration or T kineticull © plate typ confidence-intervals from bootstrapping interest to the user
growth experiments expo ra\;vS gg[ ic values ] An OPMS object stores: blate 3 g\_ﬂ Four Liyshs Tysine e RN EE
in the OmniLog PM reader 4 He e ISR Taxonomy  Bacillus subtilis
el lambda b 5.798210
3 AUC 06 20948 i o
3000 102 sampling place GPS coord.
within R aogregued((Paes [ Pz pates J=P o m aes |ow 3.803466 sampling date 2011-06-15
[N [Pt [rmes [owr ]| 2 so.00 s | [lamaca s iow vomoaas| | OO mmer
= (a7 | s [ ] A Q95 low 305. 642353 habitat [ “C] -
import CSV into 'opm'’ package aggregate (bootstrapped) curve ALC CI 95 | ow 23125. 092442
m €95 high 140. 841704 e -
parameters A, AUC, lambda, mu Tanbda Gloo high.  14.810981 e ¥
2 =] A Q95 high 306. 986123
add metadata || manage metadata =) s GIES (e P e oo FEETD 9E) GRS
OPMS object: contains o agoregue cue pra ..asmuch and what you wish...
- raw kinetic values :
- metadata . Amres _—
import/export
- aggregated curve parameters & vaM{ forima‘ The size of the OPMS object is only limited by the amount of RAM memory
1 opm Querying and subsetting in opm
‘ - Fact sheet A few examples:
query and subset for: graphical o ey
CE R @S oy oxe o Soslcatin; apn i desgned o olre ol henaye Mooy
- specific plates/wells statistical 7 S e Lol e e
Lol 5 £ it of o st data o the oy aeryg ences along with igh resluve graphical display. Therefore,‘op’is N N y ;
- specific time points analysis b R ok e, S e e 322 561009 0900 s ot s
© sarepton o garametes | © gl artr quantly sgnifcant difrences among imiar sinle or multple curve 7191101 XY E BET: ]
(g e, steeposolsope, | continaton, Kinetics. St the typical usage of Omnilog® PM data, the qualtative 71" EETrE imd
Kinetic val e cu hghe e undec L terminaton o portive, ek, o negaties reaciems s foctated In | e ".col vs.P.aeru ritten, Th ine width 2", an the egend s writen righthand side.
convert or raw kinetic values " = pedtctim poas G
b Fp e — reports, ., fortaxonomic journal
discretize, 4 o e ] e e B
export in A o b OB TETS) sy o rgnime srafor Functional Features: ‘opr’ imports raw Kinetic data from numerous |~
NEXUS i | a nearl unlimited amount of metadat. All nformation can be stored ina |
or PHYLIP = Single object (or exported fil). Extensive data-management functions |
allow querying and subseting according to al user-defined interests. Full
format e commaiestonwy [ orsubsetdat,ither raw kineis o agegatecurv parameters,can be .
analysis other sofware tabulation et e oy o g | QUERY una i aperatos: Whih plates wikin vass_eLal have Bxperiment avd Spacies 5

low the usr to export aw kinetc, curve parameters and metadata for
levelplot R o oonnrgcern [ the full range of applications within R, with external phylogeny software,
o

metadata key with the respective values Firs repficate and Escherichia cor

oo o any lte The resut willbe a ogical vector containing TRUE and FALSE

oot o stomaes denadorbyi dEpenment="  Fistrepicats ", Specea =" Escherchiacoll ) %ashvans_etal
7 . i [rmene  Techoical Festtes, opr’ s based on R, o populr, free software
— - - . N T eofe"  enviconment for sttistical computing and graphcs. opm’ uses 4 objects, 71 ) extraces thevaue
other statistical or graphical analysis using any other R package| © forfboostanped)  sotowats ;| W0 classes and methods. ‘opm utllzes functions from the R packages boot,  metadata key Experiment and the value 6 inthe key Plote number.
e.g., multcomp, vegan vt prameta o umeent aroft, huriter and lttce a5 well 35 optonally Chmeans 1d.dp, gplots, s o
-g., multcomp, vegan y pasianes orpiad il muicore, optparse and yami. ‘opm’ is able to spiit time-consuming oy = (et = Fistreplcate  *,' Plie rumber '=6)

- R S e mfmation: _ el e it s of e e s Sor
_ — . . S o soomicjoun aseto (8. St ,
third party of fty import/export into databases,® - P e suchasUsEM ‘omrilog-phenotype-microarray-data.html T e e T P G 6
software such as RAXML or PAUP exchange among labs B e i

opm graphical analyses opm flyer

» e.g., xy plots of kinetic data > e.g., heatmaps of curve parameters [> e.g., confidence-interval plots
oo of bootstrapped
Lo T curve parameters If empty, please contact:
g: E02 (Glycyl-L-Proline) D03 (D-Arabitol) johannes.sikorski@dsmz.de
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